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GENE SEQUENCING APPROACH MAY HELP TAILOR
TREATMENTS FOR YOUNG KIDNEY TRANSPLANT
RECIPIENTS

Method revealed kidney disease—causing gene mutations in one-third of pediatric
patients.

Highlights
o \Whole-exome sequencing of blood or saliva revealed a genetic diagnosis of
kidney disease in 32.7% of pediatric kidney transplant recipients.
e The findings indicate that such a sequencing strategy may help individualize pre-
and post-transplant care for many young kidney transplant recipients.

Washington, DC (January 17, 2019) — Nearly one third of pediatric kidney transplant
recipients in a recent study had a genetic cause of their kidney disease that investigators
identified through a technique called whole-exome sequencing (WES). The findings,
which appear in an upcoming issue of the Journal of the American Society of Nephrology
(JASN), suggest that such genetic analyses may be useful for guiding the care of many
young kidney transplant patients.

Causes of chronic kidney disease (CKD) in children and young adults differ greatly from
those in older individuals. Preliminary research suggest that WES may help identify
mutations that contribute to kidney dysfunction in young patients with CKD or kidney
failure, which could help clinicians offer more personalized treatment. To assess the
potential of WES for use in such patients, a team led by Friedhelm Hildebrandt, MD and
Nina Mann, MD (Boston Children's Hospital) studied 104 children who had received a
kidney transplant from 2007 through 2017. Patients’ WES data from blood or saliva were
examined for deleterious variants in approximately 400 genes known to cause CKD.

Through the use of WES, the researchers identified a genetic cause of CKD in 34 of the
104 (32.7%) patients. The likelihood of detecting a genetic diagnosis was highest for
patients with urinary stone disease, followed by renal cystic ciliopathies, steroid-resistant
nephrotic syndrome, congenital anomalies of the kidney and urinary tract, and chronic
glomerulonephritis.



“In this study, we found that almost one third of children who underwent kidney
transplantation had a genetic cause for their kidney disease. In several cases, identifying
the genetic etiology could help to guide the care of these patients,” said Dr. Hildebrandt.
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The article, entitled “Whole Exome Sequencing Enables a Precision Medicine Approach
for Renal Transplant Recipients,” will appear online at http://jasn.asnjournals.org/ on
January 17, 2019, doi: 10.1681/ASN.201806057.

The content of this article does not reflect the views or opinions of The American Society of
Nephrology (ASN). Responsibility for the information and views expressed therein lies entirely with
the author(s). ASN does not offer medical advice. All content in ASN publications is for
informational purposes only, and is not intended to cover all possible uses, directions, precautions,
drug interactions, or adverse effects. This content should not be used during a medical emergency
or for the diagnosis or treatment of any medical condition. Please consult your doctor or other
qualified health care provider if you have any questions about a medical condition, or before taking
any drug, changing your diet or commencing or discontinuing any course of treatment. Do not
ignore or delay obtaining professional medical advice because of information accessed through
ASN. Call 911 or your doctor for all medical emergencies.

Since 1966, ASN has been leading the fight to prevent, treat, and cure kidney diseases throughout
the world by educating health professionals and scientists, advancing research and innovation,
communicating new knowledge, and advocating for the highest quality care for patients. ASN has
more than 20,000 members representing 131 countries. For more information, please
visit www.asn-online.org or contact the society at 202-640-4660.
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Tweet: Gene sequencing approach may help tailor treatments for kidney transplant recipients.

Facebook: Nearly one third of pediatric kidney transplant recipients in a recent study had a genetic
cause of their kidney disease that investigators identified through a technique called whole-exome
sequencing. The findings, which appear in the Journal of the American Society of Nephrology,
suggest that such genetic analyses may be useful for guiding the care of many young kidney
transplant patients.
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